The rapid spread of Zika virus (ZIKV) represents a global public health problem, especially in countries that circulate several vector mosquito vectors and favorable conditions for virus transmission, such as Brazil. In these areas, improvement in mosquito control needs to be a top priority, but mosquito viral surveillance occurs inefficiently in endemic countries. Currently, the reverse transcriptase reaction followed by quantitative polymerase chain reaction (qRT-PCR) is the gold standard for molecular diagnostic of ZIKV in mosquito samples. However, the technique presents high cost and limitations for Point-of-care (POC) diagnostics, which hampers its application for a large number of samples in entomological surveillance programs in low-resource areas. In view of this scenario, there remains the need to develop new POC diagnostics.
